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o Bromodomain BAZ2B 3625 e
L Bromodomain BRD2(1) 3627 g
2 Bromodomain BRDA(1) 3628 m:
g Bromodomain CREBBP 3629 fﬂ.
Bromodomain FALZ 3626 <
Demethylase JIMIDTA 3597
Demethylase JMD2A 3595 N
Demethylase JMID2C 3599 S
Demethylase JMID2E 3601 . . .
DemechIose IMD3 3602 = Anticipating
HDAC & Sirtuins  HDAC2 2492 F clinical effects
HDAC & Sirtuins HDAC3 2083 om .
E HDAC & Sirtuins HDAC4 2493 in vitro data
) HDAC & Sirtuins HDACS 2494
T HDAC & Siuins HDACS 2495 >
L HDAC & Sirtuins HDAC/ 2610 T
HDAC & Sirtuins  HDACS 2047 E
HDAC & Sirtuins HDAC? 2611 o
HDAC & Sirtuins HDAC10 2662 L
HDAC & Sirtuins HDACT 1 2663
HDAC & Sirtuins Sirtuin 1 2991/2581
HDAC & Sirtuins Sirtuin 2 2582
HDAC & Sirtuins Sirtuin 3 2583
Methyltransferase DOT1L 3565
Methyltransferase EHMT] 3566
Methyltransferase G 3560
oz Methyltransferase MLL complex 3567 =
LI Methyltransferase PRC2 complex 3578 E
E Methyltransferase PRMT3 L 2% §
; Methyltransferase PRMTS complex 3568 5\
Methyltransferase SETD7 3569 g
Methyltransferase SETD8 3570 s
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